Sequence Listing could not be accepted. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Anne Corrigan 

Timestamp: [year=2008; month=10; day=21; hr=12; min=35 ; sec=32; ms = 5 65 ; 
] 



*********************************************************** 

Reviewer Comments : 

<210> 3 

<211> 17 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> responsive element consensus sequence 



<220> 

<2 2 1> misc_f eature 
<222> (9) . . (9) 

<223> Wherein n is absent or is any one or more nucleotides 
<400> 3 

tttsscgsnt ttsscgs 17 

The above <223> explanation of "n" is invalid: "n" can only represent a 

single nucleotide. Variable length is not permitted. Please indicate 

the maximum number of n's, and state that some may be missing. This 

error also occurs in subsequent sequences. 
************************* 



Validated By CRFValidator v 1.0.3 
Application No: 10533839 Version No: 



2.0 



Input Set: 



Output Set: 



Started: 2008-09-26 16:20:21.040 

Finished: 2 008-09-26 16:20:21.384 

Elapsed: 0 hr(s) 0 min(s) 0 sec(s) 344 ms 

Total Warnings : 4 

Total Errors: 0 

No. of SeqIDs Defined: 5 

Actual SeqID Count: 5 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (2) 

W 213 Artificial or Unknown found in <213> in SEQ ID (3) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 



SEQUENCE LISTING 



<110> Kaelin, William G 

<120> In Vivo Imaging of E2F-Regulated Biolumine scent Proteins 

<130> 20363-013 NATL 

<140> 10533839 

<141> 2008-09-26 



<15 0> PCT/US20 03/ 0 35282 
<151> 2003-11-04 

<150> 60/423,673 
<151> 2002-11-04 

<160> 5 

<170> Patentln version 3.4 

<210> 1 

<211> 269 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ggtaccatcc ggacaaagcc tgcgcgcgcc ccgccccgcc attggccgta ccgccccgcg 60 

ccgccgcccc atctcgcccc tcgccgccgg gtccggcgcg ttaaagccaa taggaaccgc 120 

cgccgttgtt cccgtcacgg ccggggcagc caattgtggc ggcgctcggc ggctcgtggc 18 0 

tctttcgcgg caaaaaggat ttggcgcgta aaagtggccg ggactttgca ggcagcggcg 240 

gccgggggcg gagcgggatc gagccctcg 26 9 



<210> 2 

<211> 8 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> responsive element consensus sequence 

<400> 2 

tttsscgs 8 



<210> 3 

<211> 17 

<212> DNA 

<213> Artificial sequence 



<220> 



<223> responsive element consensus sequence 



<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> Wherein n is absent or is any one or more nucleotides 

<400> 3 

tttsscgsnt ttsscgs 

<210> 4 

<211> 26 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> responsive element consensus sequence 

<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> Wherein n is absent or is any one or more nucleotides 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> Wherein n is absent or is any one or more nucleotides 

<400> 4 

tttsscgsnt ttsscgsntt tsscgs 

<210> 5 

<211> 35 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> responsive element consensus sequence 
<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> Wherein n is absent or is any one or more nucleotides 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> Wherein n is absent or is any one or more nucleotides 

<220> 

<221> misc_feature 

<222> (27) . . (27) 



<223> Wherein n is absent or is any one or more nucleotides 
<400> 5 

tttsscgsnt ttsscgsntt tsscgsnttt sscgs 35 



